Reducing the Diagnostic Burden of Malaria Using Microscopy Image Analysis and Machine Learning In the Field
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Microscopy remains the main technique for diagnosing
malaria, despite the availability of Rapid Diagnostic
Tests. Hundreds of millions of blood films are
examined using microscopy every year for diagnosing
malaria and quantifying parasite burdens. Processing
this large number of slides consumes scarce
resources. Microscopy technicians who read these
slides In the field may be Inadequately trained or
overwhelmed with the volume of slides to process,
leading to missed and incorrect diagnoses. To ease
the burden for microscopists and improve diagnostic

and quantitative accuracy, we have developed a
smartphone application that can assist field
microscopists In diagnosis of malaria. The software

runs on a standard Android smartphone that Is
attached to a microscope by a low cost adapter.
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