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MetaMap’s XML Output

When called with one of the options ——XMLf, ——XMLn, —-XMLf1, or --XMLn1, MetaMap generates XML output:

e ——XMLf generates formatted XML containing one XML document for each input record.
Input records are by default separated by a blank line.
The formatted XML output generated from the input heart attack can be viewed here.

e ——XMLn generates unformatted XML containing one XML document for each input record.
Input records are by default separated by a blank line.
The unformatted XML output generated from the input heart attack can be viewed here.

e ——XMLf1 generates formatted XML containing one XML document for each input file.
e ——XMLn1 generates unformatted XML containing one XML document for each input file.

Details about MetaMap’s XML output are available here (HTML) and here (PDF).
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